Detecting volumetric changes in fMRI connectivity networks in schizophrenia patients.
There is a growing interest in identifying neuroimaging-based biomarkers for schizophrenia. Previous studies have shown both functional and structural brain abnormalities in schizophrenia patients. One main category of these findings consists of volumetric abnormalities in brain structure in different cortical and subcortical structures in patients' brain. However there has been little work investigating changes in the brain's functional volumes. Nor has there been work studying differences in brain networks as opposed to single regions. In this study, we investigated the volumes of functional networks as potential biomarkers. Independent component analysis was used to decompose fMRI images into maximally independent spatial maps and corresponding time-courses. Volume of functional networks was computed from subject-specific back reconstructed spatial maps. The results show that different nodes of the default-mode network exhibit volumetric abnormalities in schizophrenia patients. Interestingly these networks are larger in patients compared to controls.